your working folder—

all perl scripts

scripts / /

embl

your embl files

Mus_musculus.db.nhr
Mus_musculus.db.nin
Mus_musculus.db ——| Mus_musculus.db.nsq
Mus_musculus.genome.new.fas

Mus_musculus.genome.new.index

Mus_musculus.results
(the results folder will be produced by the scripts)



